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We model the prior with the Gibbs distribution:

Where the partition function is:
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We model the prior with the Gibbs distribution:
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Biological prior knowledge matrix

Indicates some knowledge about
the relationship between geneand]
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Sample graph and the hyperparaméter

Separate in two samples to improve the acceptance:
1. Sample graph witlhfixed.
2. Samplebwith graph fixed.
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We model the prior with the Gibbs distribution:

Where the partition function is:




We model the prior with the Gibbs distribution:
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Sample graph and the paramet@jandb,

Separate in three samples to improve the acceptance
1. Sample graph witle, and b, fixed.

2. Samplebl with graph andd2 fixed.

3. Sampleb2 with graph anddl fixed.
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Spellman et al (1998)

Cell cycle
73 samples

time

Tu et al (2005)
Metabolic cycle
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